WORLD INTELLECTUAL PROPERTY ORGANIZATION 
International Bureau 




PCX 

INTERNATIONAL APPUCATION PUBLISHED UNDER THE PATENT COOPERATION TREATY (PCT) 



(51) International Patent Classi6catioh : 

C12Q 1/68, C12N 15/00, 15/09, 15/63, 
15/86 



Al 



(11) International Publication Number: WO 00/55375 

(43) International Publication Date: 21 September 2000 (21.09.00) 



(21) International Application Number: PCTAJSOQ/07285 

(22) International Filing Date: 17 March 2000 (17.03,00) 



(30) Priority Data: 
60/124,916 
60/124.808 
60/149.639 
60/157.247 
60/167,824 
60/182.711 



1 7 March 1 999 ( 1 7,03.99) US 

17 March 1999 (17.03.99) US 

17 August 1999 (17.08.99) US 

I October 1999 (01.10.99) US 

29 November 1999 (29,1 1 .99) US 

15 Febniary 2000 (15.02.00) US 



(71) Applicant: ALPHAGENE. INC. [USAJS]; 260 West Cum- 

mings Park. Wobum, MA 01801 (US). 

(72) Inveritors: VALENZUELA, Dario; 1081 Hill Road. Boxbor- 

ough. MA 01719-1010 (US). YUAN, Olive; 292 Mystic 
Street, Ariington, MA 02174 (US). HOFFMAN. Heidi; 
90 Houghton Mill Road. Lunenburg. MA 01462 (US). 
HALL. Jeff; 4 Aldcnvood Drive. Stratham. NH 03885 (US). 
RAPIEJKO. Peter, 63 Old Grafton Road, Upton. MA 01568 
(US). 

(74) Agent: SPRUNGER, Suzanne. A.; American Home Products 
Corporation, Patent & Trademark DcpL - 2B. One Campus 
Drive, Parsippany. NJ 07054 (US). 



(81) Designated States: AL. AM. AT. AU. AZ. BA, BB. BG. BR, 
BY. CA, CH, CN, CU. CZ, DE. DK. EE. ES. Fl. GB. 
GE. GH. GM. HR. HU, ID, IL, IS. JP. KE. KG. KP, KR. 
KZ. LC, LK. LR. LS. LT. LU. LV. MD, MG. MK. MN, 
MW. MX. NO, NZ. PL. PT. RO. RU. SD. SE. SG. SI. SK. 
SL. TJ. TM. TR. TT. UA. UG. UZ, VN. YU, ZW. ARIPO 
patent (GH. GM, KE. LS. MW, SD, SL. SZ. TZ. UG. ZW). 
Eurasian patent (AM, AZ, BY. KG, KZ, MD, RU, TJ, TM), 
European patent (AT. BE. CH, CY. DE. DK. ES. FI. FR. 
GB. GR. IE. IT, LU. MC. NL. PT. SE). OAPI patent (BF. 
BJ. CF. CG, CI. CM. GA, GN, GW. ML, MR, NE, SN, 
TO.TG). 



Published 

With inttmaiional search report 

Before the expiration of the time limit for amending the 
claims and to be republished in the event of the receipt of 
amendments. 



(54) Tide: SECRETED PROTEINS AND POLYNUCLEOTIDES ENCODING THEM 
(57) Abstract 

Novel polynucleotides and the proteins encoded thereby are disclosed. 



I 



FOR THE PURPOSES OF INFORMATION ONLY 
Codes used to identify States paity to the PCT on the front pages of pamphlets publishing international applications under the PCX. 



AL 


Albania 


ES 


Spain 


LS 


. Lesotho 


SI 


Slovenia 


AM 


Armenia 


n 


Finland 


LT 


- Lithuania 


SK 


Slovakia 


AT 


Austria 


FR 


France 


LU 


Luxemboufg 


SN 


Senega! 


AU 


Australia 


GA 


Gabon 


LV 


Latvia 


sz 


Swaziland 


AZ 


AzertMijan 


GB 


United Kingdom 


MC 


Monaco 


TD 


Chad 


BA 


Bosnia and Henegovina 


GE 


Geoigia 


MD 


Republic of Moldova 


TG 


Togo 


BB 


Bnbadof 


GH 


Gliaiia 


MG 


Mwlagascar 


TJ 


TajiUttm 


BE 


Bdgnnn 


GN 


Guinea 


MK 


The fbnner Yugoslav 


TM 


T^kiiKuiftan 


BF 


Bwkina Faso 


GR 


Greece 




Republic of Macedonia 


TR 


Ttaikey 


BG 


Bulgaria 


HU 


Hungaiy 


ML 


Mali 


TT 


*Mnidad and flobago 


BJ 


Benin 


IE 


Ireland 


MN 


Mongolia 


UA 


Ukraine 


BR 


Brazil 


IL 


Israel 


MR 


Mauritania 


UG 


Uganda 


BY 


Belarus 


IS 


Iceland 


MW 


Malawi 


US 


United States of AoMrica 


CA 


Canada 


IT 


Italy 


MX 


Mexico 


uz 


Uzbekistan 


CF 


Central African Republic 


JP 


Japan 


NE 


Niger 


VN 


Viet Nam 


CG 


Congo 


K£ 


Kenya 


NL 


Nedieriands 


YU 


Yugoslavia 


CH 


Switzerland 


KG 


Kyfgyzstan 


NO 


Norway 


ZW 


»»«_-«-_«■ -- 
ZamDaowe 


a 


Cfltc d'lvoiic 


KP 


Democratic People's 


NZ 


New Zealand 






CM 


Camenxm 




Republic of Korea 


PL 


Poland 






CN 


China 


KR 


Republic of Korea 


PT 


Portugal 






cu 


Cuba 


KZ 


Kazakstan 


RO 


Rooianta 






cz 


Czech Republic 


LC 


Saint Luda 


RU 


Russian Federation 






DE 


Germany 


U 


Ueditensicin 


SD 


Sudan 






DK 


Denmaric 


LK 


Sri Lanka 


SE 


Sweden 






EE 


Estonia 


LR 


Liberia 


SG 


Sing spore 







WO0IM5S375 



PCTAJSOOAmSS 



Asn Lys His Ser Arg Ala Cys Cln C5ln Phe Leu Lys Gin Cys Gin Leu 
100 105 110 

Arg Ser Phe Ala Leu Pro Leu 
115 



<210> 85 

<211> 1176 

<212> DMA 

<2ia> Homo sapiens 

<400> 85 

aaccccccct: caaacaagca cctcgtcgag gccgaagaac cgctiggcaac t:aaaagaat:a 60 
gagct^aat^ta ^ggcttiticat: cat^ca^t:cc. t:gt:aet:l;at:t geLgcacct:ac c^t;tetggt 120 
gctcaacact tgt:tactgca agctacctta atttcccaag agtggtgcct: tiactctge^t: 180 
tttctgacat ggCct:tccaa tcagcgtgcg caacatacct: gtitigtccacc agccatcgtia 240 
ggt:ggctgtg tctgttgcat catcataaga agtttaagct ttgtgctcng ataaattgtg 300 
ttctgtt-aaa gaggt:t:agt:a ggatgaaaac agcaaaacaa taatt:ttt;t:c aacaaattgc 360 
aaatcataag aaaaagagtt ggtccgtgtia caacaatttt aatsyattccc ttgttcatiiic 420 
ttgcugtgaa atgcactgaa aaaaatcctc aaaacgagtt atagttcctg tgtcgggaaa 480 
atitgacaaat aataaaacta gagaacaaac aataal:gci:t ctgtctcttt tacgaatgga 540 
gagagaaagt ttatattcag Cagagtrtatt gccctgttca tttgagaggg gcaCggattt 600 
tctgtttaag tcctccagga atcttcagct aggtggtaaa ttitaataaga gttcctaaaa 660 
attgaaacgc ncaacccctia aacaccccgg agacagaaga agaacacaaa atgaaaccag 720 
gc^gatctgc atgcagtggc atttacaact aactgatcac aaccaattat agattcctta 780 
ttttgtttat tgtgaggcag agtctgactc t:gtcacccag gatggagtac agtgcacagc 840 
tcactgcagt ct;Cgacct:cc caggctaaac caaCcattcc acttcaccct cccaagtagc 900 

tgagaccaca ggcacacaac accacaacca gccgattgct: gtact^j*- • j ■• — 

- — ~---Aga ccggccctga actcccgagc ncaagcagtc ctcecacctc 1020 

agcctcccaa agtactggga ttacaggcgt gaggtacctc gccc-^ _^ 

t-.r:tc ccacCgctta acttgattag cctttaaaaa agaaataaat 1140 

aaanottttt aaaaaaaaaa aaaaaaaaaa aaaaaa 1176 

<310> 86 

<211> 78 

<312> PBT 

<213> Homo sapiens 

<400> 86 

Met Tyr Leu Leu ser Thr Tyr Leu i«eu Trp Cys Ser Thr Leu val Ttir 
15 10 15 

Ala S^er Tyr Leu Asn Phe Pro Arg Val Val Pro Tyr Ser Val Phe Ser 
20 25 30 

Asp Met: Val Phe Gin Ser Val Cys Val Thr Tyr Leu Leu Phe lie Ser 
35 40 45 

Hia Cya Arg Trp Leu Cys Leu Leu His Bis His Lys Lys Phe Lys Leu 
50 55 60 

Cys Ala i«eu lie Asn Cys Val Leu Leu Lys Arg Leu Val Gly 
65 70 75 



<210> 87 

<211> 1476 

<212> DHA 

<213> Homo sapiens 



56 



wo 00^5375 



PCTAJS0aA>7285 



<400> 87 

gaggctgcag aggtgccatg gctgagtcax: acctgctgca grtggctgctg ctgctgctgc 60 
ccacgctctg tggcccaggc actgctgcct ggaccacctc atccttggcc tgtgcccagg 120 
gccctgagtt ctggtgccaa agcctggagc aiagcattgca gtgcagagcc cCagggcaCC 180 
gcccacagga agt:ccgggga catgtgggag ccgatgaccC atgccaagag tgtgaggaca 240 
ccg&ccacat ccttaacaag atggccaa g g aggccatttt ccaggatctc cccgagcagc 300 
aattccccat: tcctctcccc tattgctggc ctctgcaggg ctctgatcaa gcggatccaa 360 
gccatgattc ccaagggtgc gctagctgtg gcaigtggccc aggcgcgccg cgtggtaccc 420 
ctggcggcgg gcggcacctg ccagtgcctg gctgagcgct; actccgtcac cctgctcgac 480 
acgctgctgg gccgcatgct gccccagctg gcctgccgcc tcgtcctccg gtgctccatg 540 
gatgacagcg ctggcccaag agoatggctg ccgcgagact ccgagtgcca ccCctgcatg 600 
tccgtrgacca cccaggccgg gsuicagcagc gagcaggcca taccacaggc aatgctccag 660 
gcctgtgctg gctcctggct ggacagggaa aagcgcaagc aaticcgcgga gcagcacacg 720 
ccccagccgc tgaccctggc gcccaggggc tgggatgccc acaccacctg ccaggccctc 780 
0Sr99tfirtgcg ggaccacgtc cagcectetc cagtgtatcc acagccccga cctttgatga 840 
gaactcagct gtccagaaaa agacaccgtc ctttaaagtg ctgcagt:atg gcf»gacgt:g 900 
gtggctcaca cctgcaatcc cagcacctta ggaggccgag gcaggaggac ccctgaggtc 960 
aggagcccga gaecagcccc gccaacatgg Cgaaacccca cttctaccaa aaatacaaaa 1020 
aatt:agccaa gtgtiggcggc atatgcctgt aatcccaact actcagaagg ccgaggcagg 1080 
agaa^taeet gaacgeagga gaatcactgc agcccaggag gcagaggctg cagtgagccg 1140 
agaccgcacc act:gcacccc agcccgggcg acagagcaag accccacccc agcaaacaaa 1200 
taaataaata aaaagcgctg cagtagctgc ggcetcacec cgaagtcagc gggcccaggc 1260 
ecaccccace ccetcccttg gcagagaagc agacgtccat agcccctctc cctcacaagc 1320 
gctcccagcc tgccctccag ctgctgctct cccctcccag tctctactca ctgggatgag 1380 
gttaggtcat gaggacacca aaaacctaaa aafaaacaaa aagccaaaca agccttagct 1440 
tttcttaaag acaaaaaaaa aaaaaaaaaa aaaaaa 1476 

<210> 88 
<211> 145 
<212> PRT 

<213> Homo sapiens 
<400> 88 

net Ala Glu ser His i«eu u&a Gin Trp Leu Leu Leu Leu Leu Pro Thr 
IS 10 15 

Leu Cys Gly Pro Gly Thr Ala Ala Trp Thr Thr ser ser Leu Ala Cys 
20 25 30 

Ala Gin Gly Pro Glu Phe Trp Cys Gin Ser Leu Glu Gin Ala Leu Gin 
35 40 45 

Cys Arg Ala Leu Gly His Cys Leu Gin Glu Val Trp Gly His Val Gly 
SO 55 60 

Ala Asp Asp Leu Cys Gin Glu Cys Glu Asp Zle Val His lie Leu Asn 
65 70 75 80 

Lys Het Ala Lys Glu Ala lie Phe Gin Asp Leu Ser Glu Gin Gin Phe 
85 90 95 

Pro lie Pro Leu Pro Tyr Cys Trp Pro Leu Oln Gly Ser Asp Gin Ala 
100 105 110 

Asp Pro Ser Hie Asp Ser Cln Gly Cys Ala Ser Cys Gly Ser Gly Pro 
115 120 125 

Gly Val Pro Arg Gly Thr Ser Gly Gly Gly Arg Hie Leu Pro Val Pro 
130 135 140 
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Gly 
145 



<2I0> 89 

<211> 2243 

<212> DBOl 

<2X3> Bcno sapiens 

<400> 89 

aBtact:t:tot. aazcAngtiga. aaacataact: ctatttttca accccatcac accccatccc 60 
9t:c»t:9tL&ct: a&aA<ie&t:t:ti ct:9t:«L^egct. et^ti^taa&aa acagcggcat: ttagcactgg 120 
cattgagacc atagcacatc atttttgcca ttttcagtgc tcatactgtt aggtagaggc 180 
tggcacttta ttagaatgca agccacaaaa atatcaattt tgtttttttt gctagggtgg 240 
gtcttctttt tttctttccc tctctctttt tttaacaaat gccttcttat agaaaaactt 300 
tctaagaggc aacaatttag aatggatatt ttgacgaatc ggcatgagtg taacagcgat 360 
aacctgatct gtttgtttta aagattatca ccaagcgaaa aactcagaac gaatagaatt: 420 
tacactaaca tgctatataa aatgttaaag tctgatgctg tgaaagcaat ctagtgctat 480 
atttccacct cctcatttgt cttaaccatt tggtaagtgg gactacgatg agtiaactigga 540 
ggggcttaga aacaaaaact ggatgaaaga gtatgcatga agaaaagctt ctttgataaa 600 
tgtggagttc ttcattataa atacatattc atgaattcac agataagtac ttiaaagaaca 660 
gacagtttac ttggcctaaa aatattttga tgtttactca aaaagtaccc cctcaggtct 720 
tgagaacatg gaaaagaatt gagtgctttt aaatactttt tagaaagtaa tcataaoagt 780 
aaattgaatt tcaaacctat ttggcttctg ttttgtgaac ctttgaacta tatgtatgtg 840 
tataagggta tacacataca tatatggcat ataacaagtg Cacacacata cacataacaa 900 
gtgtagaagt atatattaca tacatacact cactctgtct ggtataggct aaccttgaag 960 
aactcccata agtttctgct gcttctccca taactgctgc caccaccatc agaattcata 1020 
atcaaaccta acctttttgt ttggggcacc aaatctgaag acaaaattaa tttgcaccag 1080 
taaacttcaa gctgctttct ttcttgaaaa ctaaacgttt aacgtataat gtctgtttgg 1140 
atactgttcc aaattgttga ttgcatgtgg ttaatgttgc attagageac cccgcaatcg 1200 
cataattcat taatgttctg tgagcttgca tttgtgagtt attggatgac cagaccgaat 1260 
tttgtcaagt atcacattgt acatcttgcc tagatgtcga tgactgcaag taataataca 1320 
gtttataatg aaactatcta caattcttgt tttagcacat ctgttatccg taaaacacct 1380 
gtaactagct tttttaattt attatttgaa ttttaggata gcgaatcact aatttttagt 1440 
tgctgaggct ggcattttag cgaccaccaa gcactcctgc cagtccccga aaaaagaacg 1500 
tattttttgt gctttgaaga tctccgaaga atttccttta taatagaatg ggcatgtatt 1560 
gtaacagttt tatgtcaaat gatctgtgct gtagaaaaac attaaccett gcteaaaaaa 1620 
gaaatggata aacttggcct ttctaagtgg taagaatgac ctigtcactat: aatataccgt 1680 
atgtttacat tttatttaaa ttttatctct tatgtatagg gtgataacct tccccagaaa 1740 
caacagtgat tgcgattgtt ctctagaaac ttctttaaag tgccacattt ggcagtacaa 1800 
atgagtctga gtgtaatagc ccagagattt atatatagtt gaatgtctaa aatggtaaaa 1860 
tgtgccactg tgtcaagtta cagtggctta tgcttttcat agtaattcaa atgaacttcc 1920 
tatttttgat agtaaatgtc atttaatagt atacttgcca tttgagcctc actgcaaaat 1980 
tagtgcagag gagaaaacaa tttttaatgt aatcttgatt ttacctcata Caccgcacac 2040 
tccaaaaact ctaaactttt taaagattat agatacaeta ccaaacatat caccttaaaa 2100 
ttgtataagg ctgaatgaac ttcatacaaa tgaaaaaaat ctcataaaaa tacataaact 2160 
atgtagcaaa agtatctgta aaatccatgg aaaataaaag ttgtateatit ctttttgaaa 2220 
aaaaaaaaaa aaaaaaaaaa aaa 2243 

<210> 90 

<211> 61 

<212> PRT 

<213> Bomo aapiena 

<400> 90 

Met Gin Ala Thr Uys lie Ser He Leu Phe Phe Leu Leu Gly Trp Val 
^ 5 10 15 

PHe Phe Phe Ser Phe Pro Leu Ser Phe Phe Aan Lys Cys Leu Leu lie 
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What is claimed is: 

1 . An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence ofSEQ ID NO: 1; 

(b) the nucleotide sequence of SEQ ID NO:l from nucleotide 27 to 
nucleotide 260; 

(c) the nucleotide sequence of SEQ ID NO:l from nucleotide 72 to 
nucleotide 260; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vc62_l deposited with the ATCC under accession number 207114; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vc62_l deposited with the ATCC under accession 
number 207114; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vc62„l deposited with the ATCC imder accession number 2071 14; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vc62„l deposited with the ATCC under accession number 
207114; 

(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:2; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID N0:2, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:2; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO: 1. 
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2. The polynucleotide of claim 1 wherein said polynucleotide is operably 
linked to at least one expression control sequence. 

3. A host cell transformed with the polynucleotide of claim 2. 

4. The host cell of claim 3, wherein said cell is a manmialian cell. 

5. A process for producing a protein encoded by the polynucleotide of claim 
2, which process comprises: 

(a) growing a culture of a host cell in a suitable culture medium, 
wherein the host cell has been transformed with the polynucleotide of claim 2; and 

(b) purifying said protein from the culture. 

6. A protein produced according to the process of claim S. 

7. An isolated polynucleotide encoding the protein of claim 6* 

8. The polynucleotide of claim 7, wherein the polynucleotide comprises the 
cDNA insert of clone vc62_l deposited with the ATCC under accession number 207 114. 

9. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:2; 

(b) a fragment of the amino acid sequence of SEQ ID NO:2, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:2; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vc62_l deposited with the ATCC under accession number 2071 14; 

the protein being substantially free from other mammalian proteins. 

10. The protein of claim 9, wherein said protein comprises the amino acid 
sequence of SEQ ID NO:2, 
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11. A composition comprising the protein of claim 9 and a pharmaceutically 
acceptable carrier. 

12. An isolated polynucleotide comprising anucleotide sequence selected firom 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:3; 

(b) the nucleotide sequence of SEQ ID NO:3 from nucleotide 6 to 
nucleotide 1325; 

(c) the nucleotide sequence of SEQ ID NO:3 from nucleotide 99 to 
nucleotide 1325; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vplO_l deposited with the ATCC under accession number 207 114; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vplO_l deposited with the ATCC under accession 

. number 2071 14; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vplO_l deposited with the ATCC under accession number 207 1 14; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vplO.l deposited with the ATCC under accession number 
207114; 

(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:4; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:4, the fragment comprismg eight 
contiguous amino acids of SEQ ID NO:4; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (aHg)» and 
that has a length that is at least 25% of the length of SEQ ID NO:3. 
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13. A protein comprising an amino acid sequence selected froni the group 
consisting of: 

(a) the.amino acid sequence of SEQ ID NO:4; 

(b) a fragment of the amino acid sequence of SEQ E) NO:4, the 
fragment conq>rising eight contiguous amino acids of SEQ ID NO:4; and 

(c) the amino acid sequence encoded by the cDN A insert of clone 
vplO.l deposited with the ATCC under accession nmnber 2071 14; 

the protein being substantially free from other mammalian proteins. 

14. An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide siequence of SEQ ID NO:S; 

(b) the nucleotide sequence of SEQ ID NO:5 from nucleotide 149 to 
nucleotide 322; 

(c) the nucleotide sequence of SEQ ID NO:S from nucleotide 200 to 
nucleotide 322; 

(d) the nucleotide sequence of the fidl-length protein coding sequence 
of clone vpl 1_1 deposited with the ATCC under accession number 207 1 14; 

(e) a nucleotide sequence encoding the fiill-length protein encoded by 
the cDNA insert of clone vpll_l deposited with the ATCC under accession 
number 207114; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vpl 1_1 deposited with the ATCC under accession number 2071 14; 

(g) a nucleotide sequence ^coding a mature protein encoded by the 
cDNA insert of clone vpl 1_1 deposited with the ATCC under accession number 
207114; 

(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID N0:6; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:6, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:6; 
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(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees Q or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:5. 

15. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:6; 

(b) a fragment of the' amino acid sequence of SEQ ID NO:6, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:6; and 

(c) the amino add sequence encoded by the cDNA insert of clone 
* vpl 1_1 deposited with the ATCC under accession number 207 1 14; 

the protein being substantially free from other mammalian proteins. 

16. An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:7; 

(b) the nucleotide sequence of SEQ ID NO:7 from nucleotide 288 to 
nucleotide 629; 

(c) the nucleotide sequence of SEQ ID NO:7 from nucleotide 363 to 
nucleotide 629; 

(d) the nucleotide sequence of the fulMength protein coding sequence 
of clone vpl3_l deposited with the ATCC under accession number 207 1 14; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vpl3_l deposited with the ATCC under accession 
number 207114; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vpl3_l deposited with the ATCC under accession number 2071 14; 
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(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vpl3_l deposited with the ATCC under accession number 
207114; 

(h) a nucleotide sequence mcoding a protein comprising the amino acid 
sequence of SEQ ID N0:8; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:8, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:8; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees Q or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degiees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
< tiiathasalengthttiatisatleast25%ofthelengthofSEQIDNO:7. 

17. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:8; 

(b) a fragment of the amino acid sequence of SEQ ID NO:8, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:8; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vpl3.1 deposited with the ATCC under accession number 207114; 

the protein being substantially free from otiier manunalian proteins. 

18. An isolated polynucleotide comprising anucleotide sequence selected from 
the group consisting of: 

(a) tiie nucleotide sequence of SEQ ID NO:9; 

(b) the nucleotide sequence of SEQ ID NO:9 from nucleotide 1 1 to 
nucleotide 298; 

(c) the nucleotide sequence of SEQ ID NO:9 from nucleotide 149 to 
nucleotide 298; 
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(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vpl6_l deposited with the ATCC under accession number 2071 14; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vpl6_l deposited with the ATCC under accession 
number 2071 14; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vpl6_l deposited with the ATCC under accession number 2071 14; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vpl6_l deposited with the ATCC under accession number 
207114; 

(h) anucleotide sequence encoding aprotein comprising the amino acid 
sequence of SEQ ID NO: 10; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO: 10, the fragment comprising eight 

^ contiguous amino acids of SEQ ID NO: 10; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (aXg), and 
that has a length that is at least 25% of the length of SEQ ID N0:9. 

19. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO: 10; 

(b) a fragment of the ammo acid sequence of SEQ ID NO: 10, the 
fragment comprising eight contiguous amino acids of SEQ ID NO: 10; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vpl6_l deposited with the ATCC under accession number 2071 14; 

the protein being substantially free from other manunalian proteins. 
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20, An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:ll; 

(b) the nucleotide sequence of SEQ ID NO: 1 1 from nucleotide 257 to 
nucleotide 607; 

(c) the nucleotide sequence of SEQ ID NO: 1 1 from nucleotide 479 to 
nucleotide 607; 

(d) the nucleotide sequence of the fiill-length protein coding sequence 
of clone vp21_l deposited with the ATCC under accession nimiber 2071 14; 

(e) a nucleotide sequence encoding the friU-length protein encoded by 
the cDNA insert of clone vp21_l deposited with the ATCC under accession 
number 2071 14; 

. (f) the nucleotide sequence of a mature protein coding sequence of 
clone vpi21_l deposited with the ATCC under accession number 2071 14; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vp21_l deposited with the ATCC under accession number 
207114; 

(h) a nucleotide sequence encoding aprotein comprising the amino acid 
sequence of SEQ ID NO: 12; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO: 12, the fragment comprising eight 
contiguous amino acids of SEQ ID NO: 12; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C» or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the poljrnucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO: 1 1. 

21. A protein comprising an amino acid sequence selected from the group 
consisting of: 
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(a) the amino acid sequence of SEQ ID NO: 12; 

(b) a fragment of the amino acid sequence of SEQ ID NO: 12, the 
fragment comprising eight contiguous amino acids of SEQ ID NO: 12; and 

(c) tiie amino acid sequence encoded by the cDNA insert of clone 
vp21_l dqxwited with the ATCC under accession number 2071 14; 

the protein being substantially free from other mammalian proteins. 

22. Anisolatedpolynucleotidecomprisinganucleotidesequenceselectedfrom 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO: 13; 

(b) the nucleotide sequence of SEQ ID NO: 13 from nucleotide 163 to 
nucleotide 477; 

(c) the nucleotide sequence of SEQ ID NO: 13 from nucleotide 238 to 
nucleotide 477; 

(d) the nucleotide sequence of the fiill-lengtii protein coding sequence 
of clone vp22_l deposited with tiie ATCC under accession number 2071 14; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vp22_l deposited with the ATCC under accession 
number 2071 14; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vp22_l deposited with the ATCC under accession number 2071 14; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vp22_l deposited with tiie ATCC under accession number 
207114; 

(h) anucleotidesequenceencodingaproteincomprisingtheaminoacid 
sequence of SEQ ID NO: 14; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO: 14. the fragment comprising eight 
contiguous amino acids of SEQ ID NO: 14; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (aHg); and 
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(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% fornuonide, to any one of the polynucleotides specified by (aXg), and 
that has a length that is at least 25% of the length of SEQ ID N0:13. 

23. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO: 14; 

(b) a firagmcnt of the amino acid sequence of SEQ ID NO: 14, the 
fragment comprising eight contiguous amino acids of SEQ ID NO: 14; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vp22_l deposited with the ATCC under accession number 2071 14; 

the protein being substantially fi:ee from other manunalian proteins. 

!2A. An isolated polynucleotide conqprising a nucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO: 15; 

(b) the nucleotide sequence of SEQ ID NO: 15 from nucleotide 58 to 
nucleotide 624; 

(c) the nucleotide sequence of SEQ ID NO: 15 from nucleotide 106 to 
nucleotide 624; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vq2_l deposited with the ATCC under accession number 2071 14; 

(e) a nucleotide sequence encoding the frdl-length protein encoded by 
the cDNA insert of clone vq2_l deposited with the ATCC under accession number 
207114; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vq2_l deposited with the ATCC under accession number 2071 14; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vq2_l deposited with the ATCC under accession number 
207114; 
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(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:16; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO: 16, the fragment comprising eight 
contiguous amino adds of SEQ ID NO: 16; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% foraiamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide, sequence of a polynucleotide tiiat hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees ) 
C with 50% fonnamide, to any one of the polynucleotides specified by (a)-(g). and 
that has a length that is at least 25% of the length of SEQ ID NO: 15. 

25. A protein comprising an amino acid sequence selected fi-om the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO: 16; 

(b) a fragment of the amino acid sequence of SEQ ID NO: 16, the 
fragment comprising eight contiguous amino acids of SEQ ID NO: 16; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vq2_l deposited with tiie ATCC under accession number 2071 14; 

the protein being substantially free from other mammalian proteins. 

26. Anisolatedpolynucleotidecomprising a nucleotide sequence selected firam 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO: 17; 

(b) the nucleotide sequence of SEQ E) NO: 17 from nucleotide 773 to 
nucleotide 1090; 

(c) the nucleotide sequence of SEQ ID NO: 17 from nucleotide 842 to 
nucleotide 1090; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vq3_l deposited witii the ATCC under accession number 2071 14; 
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(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDN A insert of clone vq3_l deposited with the ATCC under accession number 
207114; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vq3_l deposited with the ATCC under accession number 2071 14; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vq3_l deposited with the ATCC under accession number 
207114; 

(h) a nucleotide sequence encoding aprotein comprising the amino acid 
sequence of SEQ ID NO: 18; 

(i) anucleotidesequenceencodingaproteincompiisingafragmentof 
the amino acid sequence of SEQ ID NO: 18, the fragment comprising eight 
contiguous amino acids of SEQ ID NO: 18; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide» to any one of the polynucleotides specified by (aHg); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO: 17. 

27. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO: 18; 

(b) a fragment of the amino acid sequence of SEQ ID NO: 18, the 
fragment comprising eight contiguous amino acids of SEQ ID NO: 18; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vq3_l deposited with the ATCC under accession number 2071 14; 

the protein being substantially free from other mammalian proteins. 

28. An isolated polynucleotidecomprising a nucleotide sequence selected from 
the group consisting of: 
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(a) the nucleotide sequence of SEQ ID NO: 19; 

(b) the nucleotide sequence of SEQ ID NO: 19 from nucleotide 96 to 
nucleotide 275; 

(c) the nucleotide sequence of SEQ ID NO: 19 from nucleotide 1S9 to 
nucleotide 275; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vq5_l deposited with the ATCC under accession number 207 1 14; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vq5_l deposited with the ATCC under accession number 
207114; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vq5_l deposited with the ATCC under accession number 2071 14; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vq5_l deposited with the ATCC under accession number 
207114; 

(h) anucleotide sequence encoding aprotein comprising the amino acid 
sequence of SEQ ID NO:20; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:20, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:20; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (aHg); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO: 19, 

29. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:20; 
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(b) a fragment of the amino acid sequence of SEQ ID NO:20, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:20; and 

(c) the' amino acid sequence encoded by the cDNA insert of clone 
vq5_l deposited with the ATCC under accession number 2071 14; 

the protein being isubstantially free from other nuunmalian proteins. 

30. An isolated polynucleotide comprising a nucleotide sequence selected fitom 
the group consisting of : . 

(a) the nucleotide sequence of SEQ ID NO:21; 

(b) the nucleotide sequence of SEQ ID NO:21 from nucleotide 176 to 
nucleotide 340; 

(c) the nucleotide sequence of SEQ ID NO:2 1 from nucleotide 230 to 
nucleotide 340; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vq6_l deposited with the ATCC under accession number 207114; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vq6_l deposited with the ATCC under accession number 
207114; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vq6_l deposited with the ATCC under accession number 2071 14; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vq6_l deposited with the ATCC under accession number 
207114; 

(h) anucleotide sequence encoding aprotein conqxrising the amino acid 
sequence of SEQ ID NO:22; 

(i) anucleotide sequence encoding aprotein comprising a fragment of 
the amino acid sequence of SEQ ID NO:22, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:22; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 
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(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% fonnamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:21 . 

31. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:22; 

(b) a fragment of the amino acid sequence of SEQ ID NO:22, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:22; and 

(c) the amino add sequence encoded by the cDNA insert of clone 
vq6_l deposited with the ATCC under accession number 2071 14; 

the protein being substantially free from other manunaltan proteins. 

32. An isolated polynucleotide comprising a nucleotide sequrace selected fiona 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:23; 

(b) the nucleotide sequence of SEQ ID NO:23 from nucleotide 29 to 
nucleotide 1111; 

(c) the nucleotide sequence of SEQ ID NO:23 from nucleotide 167 to 
nucleotide 1111; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vrl_l deposited with fte ATCC under accession number 2071 14; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vrLl deposited widi the ATCC under accession number 
207114; 

(f) Ae nucleotide sequence of a mature protein coding sequence of 
clone vrl_l deposited with the ATCC under accession number 207 1 14; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vrl.l deposited with the ATCC under accession number 
207114; 
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(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ E) NO:24; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:24, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:24; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% forraamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees Q or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:23. 

33. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:24; 

(b) a fragment of the amino acid sequence of SEQ ID NO:24, the 
fi:agment comprising eight contiguous amino acids of SEQ ID NO:24; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vrl_l deposited with the ATCC under accession number 2071 14; 

the protein being substantially free from other mammalian proteins. 

34. An isolated polynucleotide comprising anucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:25; 

(b) the nucleotide sequence of SEQ ID NO:25 from nucleotide 13 to 
nucleotide 513; 

(c) the nucleotide sequence of the full-length protein coding sequence 
of clone vc63_l deposited with the ATCC under accession number 207115; 

(d) a nucleotide sequence encoding the fiilHength protein encoded by 
the cDNA insert of clone vc63.1 deposited with the ATCC under accession 
number 2071 15; 
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(e) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:26; 

(f) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:26, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:26; 

(g) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a>-(d); and 

(h) the nucleotide, sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (aHd), and 
that has a length that is at least 25% of the length of SEQ ID NO:25. 

35. A protein comprising an amino acid sequence selected from the gioup 
consisting of: 

(a) the ammo acid sequence of SEQ ID NO:26; 

(b) a fragment of the amino acid sequence of SEQ ID NO:26, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:26; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vc63_l deposited with the ATCC under accession number 207115; 

the protein being substantially free from other nuunmaUan proteins. 

36. Anisolatedpolynucleotidecomprisinganucleotidesequenceselectedfrom 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:27; 

(b) the nucleotide sequence of SEQ ID NO:27 from nucleotide 79 to 
nucleotide 345; 

(c) the nucleotide sequence of SEQ ID NO:27 from nucleotide 130 to 
nucleotide 345; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vb25_l deposited with the ATCC under accession number PTA-362; 
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(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vb25_l deposited with the ATCC under accession 
number PTA-362; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vb25_l deposited with the ATCC under accession number PTA-362; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vb25_l deposited with the ATCC under accession number 

PTA-362; 

(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:28; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:28, the fragment comprising eig^t 
contiguous amino acids of SEQ ID NO:28; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 6S degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at SO degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:27. 

37. A protein conq)rising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:28; 

(b) a fragment of the amino acid sequence of SEQ ID NO:28, the 
fi:agment comprising eight contiguous amino acids of SEQ ID NO:28; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vb25_l deposited with the ATCC under accession number PTA-362; 

the protein being substantially free from other mammalian proteins. 

38. An isolated polynucleotide comprising anucleotide sequence selected from 
the group consisting of: 
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(a) the nucleotide sequence of SEQ ID NO:29; 

(b) the nucleotide sequence of SEQ ID NO:29 from nucleotide 72 to 
nucleotide 236; 

(c) the nucleotide sequence of SEQ ID NO:29 from nucleotide 150 to 
nucleotide 236; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vb27_l deposited with the ATCC under accession number PTA-362; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vb27_l deposited with the ATCC under accession 
number PTA-362; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vb27_l deposited with the ATCC under accession number PTA-362; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vb27_l deposited with the ATCC under accession number 
PTA-362; 

Qx) anucleotide sequence encoding aprotein comprising the amino acid 
sequrace of SEQ ID NO:30; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:30, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:30; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

Oc) the nudleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide. to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:29. 

39- A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:30; 
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(b) a firagment of the amino acid sequence of SEQ ID NO:30, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:30; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vb27_l deposited with the ATCC under accession number PTA-362; 

the piotein being substantially free from other mammalian proteins. 

40. Anisolatedpolynucleotidecomprisinganudeotidesequenceselectedfrom 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:31; 

(b) the nucleotide sequence of SEQ ID NO:3 1 from nucleotide I3S to 
nucleotide 884; 

(c) the nucleotide sequence of SEQ ID NO:31 from nucleotide 183 to 
nucleotide 884; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vb28_l deposited with the ATCC under accession number PTA-362; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vb28.1 deposited with the ATCC under accession 
number PTA-362; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vb28_l deposited with the ATCC under accession number PTA-362; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vb28_l deposited with the ATCC under accession number 
PTA-362; 

(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:32; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:32, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:32; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C widi 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 
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(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% fonnamide, to any one of the polynucleotides specified by (aXg), and 
that has a length that is at least 25% of the length of SEQ ID NO:3 1. 

41. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:32; 

(b) a fragment of the amino acid sequence of SEQ ID NO:32, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:32; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vb28.1 deposited with the ATCC under accession number PTA-362; 

the protein being substantially free from other mammalian proteins. 

42. Anisolatedpolynucleotidecomprisinganucleotidesequraceselectedfrom 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:33; 

(b) the nucleotide sequence of SEQ ID NO:33 from nucleotide 42 to 
nucleotide 206; 

(c) the nucleotide sequence of SEQ ID NO:33 from nucleotide 1 1 1 to 
nucleotide 206; 

(d) the nucleotide sequence of the frQl-length protein coding sequence 
of clone vb29.1 deposited with the ATCC under accession nunober PTA-362; 

(e) a nucleotide sequence encoding the frill-length protein encoded by 
the cDNA insert of clone vb29_l deposited with the ATCC under accession 
number PTA-362; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vb29_l deposited with the ATCC under accession number PTA-362; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vb29_l deposited with the ATCC under accession number 
PTA-362; 
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(h) a nucleotide sequence encoding a protein con^)rising the amino acid 
sequence of SEQ ID NO:34; 

(i) anucleotide sequence encoding a protein comprising a firagment of 
the amino acid sequence of SEQ ID NO:34, the firagment comprising eight 
contiguous amino acids of SEQ ID NO:34; 

(]) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formiamide, to any one of the polynucleotides specified by (aXg); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% fonnamide, to any one of the polynucleotides specified by (aHg), and 
that has a lengtii tiiat is at least 25% of the length of SEQ ID NO:33. 

43. A protein comprising an amino acid sequrace selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:34; 

(b) a fragment of the anuno acid sequence of SEQ ID NO:34, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:34; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vb29„l deposited with the ATCC under accession number PTA-362; 

the protein being substantially free from other mammalian proteins. 

44. Anisolatedpolynucleotidecomprisinganucleotidesequenceselectedfiom 

the group consisting of: 

(a) a polynucleotide comprising the nucleotide sequence of SEQ ID 

NO:35; 

(b) a polynucleotide comprising the nucleotide sequence of SEQ ID 
NO:35 from nucleotide 17 to nucleotide 253; 

(c) a polynucleotide comprising the nucleotide sequence of SEQ ID 
NO:35 from nucleotide 98 to nucleotide 253; 
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(d) a polynucleotide comprising the nucleotide sequence of the full- 
length protem coding sequence of clone vb30.1 deposited with the ATCC under 
accession number PTA-362; 

(e) a polynucleotide encoding the full-length protein encoded by the 
cDNA insert of clone vb30_l deposited with the ATCC under accession number 
PTA-362; 

(f) a polynucleotide comprising the nucleotide sequence of a mature 
protein coding sequence of clone vb30_l deposited with the ATCC under 
accession number PTA-362;. 

(g) a polynucleotide encoding a mature protein encoded by the cDNA 
insert of clone vb30_l deposited with the ATCC under accession number PTA- 
362; 

(h) a polynucleotide encoding a protein comprising the amino acid 
sequence of SEQ ID NO:36; 

(i) a polynucleotide encoding a protein comprising a fragment of the 
amino acid sequence of SEQ ID NO:36 having biological activity, the fragment 
comprising eight contiguous amino acids of SEQ ID NO:36; 

(j) a polynucleotide which is an allelic variant of a polynucleotide of 
(a)-(g) above; 

(k) a polynucleotide which encodes a species homologue of the protein 
of (h) or (i) above ; 

(1) a polynucleotide that hybridizes under stringent conditions to any 
one of the polynucleotides specified in (a)-(i); and 

(m) a polynucleotide that hybridizes under stringent conditions to any 
one of the polynucleotides specified in (aHi) and that has a length that is at least 
25% of the length of SEQ ID NO:35. 

45. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:36; 

(b) a fragment of the amino acid sequence of SEQ ID NO:36, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:36; and 
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(c) the amino acid sequence encoded by the cDNA insert of clone 
vb30_l deposited with the ATCC under accession number PTA-362; 
the protein being substantially firee from other mammalian proteins. 

46. An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:37; 

(b) the nucleotide sequence of SEQ ID NO:37 from nucleotide 68 to 
nucleotide 424; 

(c) the nucleotide sequence of the full-length protein coding sequence 
of clone vc67_l deposited with the ATCC under accession number PTA-362; 

(d) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vc67_l deposited with the ATCC under accession 
number PTA-362; 

, (e) a nucleotide sequence encoding a protein conq)rising the amino acid 
sequence of SEQ ID NO:38; 

(f) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:38, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:38; 

(g) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (aHd); and 

. (h) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% fonnamide, to any one of the polynucleotides specified by (aHd)f and 
that has a length that is at least 25% of the length of SEQ ID NO:37. 

47. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:38; 

(b) a fragment of the antiino acid sequence of SEQ ID NO:38, the 
fiagment comprising eight qontiguous amino acids of SEQ ID NO:38; and 
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(c) the amino acid sequence encoded by the cDNA insert of clone 
vc67„l deposited with the ATCC under accession number PTA-362; 
the protein being substantially free from other mammalian proteins. 

48. An isolated polynucleotide comprising a nucleotide sequmce selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:39; 

(b) the nucleotide sequence of SEQ ID NO:39 from nucleotide 103 to 
nucleotide 261; 

(c) the nucleotide sequence of SEQ ID NO:39 from nucleotide 154 to 
nucleotide 261; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vf4_l deposited with the ATCC under accession number PTA-362; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
. the cDNA insert of clone vf4_l deposited with the ATCC under accession number 

PTA-362; 

(f) the nucleotide sequence of a mature prptein coding sequence of 
clone vf4_l deposited with the ATCC under accession ntmiber PTA-362; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vf4_l deposited with the ATCC under accession number 
PTA-362; 

(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:40; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino add sequence of SEQ ID NO:40, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:40; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C» or 6X SSC at 40 degrees 
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C with 50% fonnamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:39. 

49. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:40; 

(b) a fragment of the amino acid sequence of SEQ ID NO:40, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:40; and . 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vf4_l deposited with the ATCC under accession nimiber PTA-362; 

the protein being substantially free from other mammalian proteins. 

50. An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:41; 

(b) the nucleotide sequence of SEQ ID NO:41 from nucleotide 1S7S to 
nucleotide 3038; 

(c) the nucleotide sequence of SEQ ID NO:41 from nucleotide 1650 to 
nucleotide 3038; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vg3„l deposited with the ATCC under accession number PTA-362; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vg3_l deposited with the ATCC under accession number 
PTA-362; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vg3_l deposited with the ATCC under accession number PTA-362; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vg3_l deposited with the ATCC under accession number 
PTA-362; 

(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:42; 
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(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:42, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:42; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C. or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (aHg), and 
that has a length that is at least 25% of the length of SEQ ID NO:4 1 . 

51. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:42; 

(b) a fragment of the ammo acid sequence of SEQ ID NO:42, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:42; and 

(c) the amino acid sequrace encoded by the cDNA insert of clone 
vg3_l deposited with the ATCC under accession number PTA-362; 

the protein being substantially free from other manunalian proteins. 

52. An isolated polynucleotide comprising anucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:43; 

(b) the nucleotide sequence of SEQ ID NO:43 from nucleotide 2112 to 
nucleotide 2363; 

(c) the nucleotide sequence of the full-length protein coding sequence 
of clone V02.1 deposited with the ATCC under accession number PTA-362; 

(d) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vo2_l deposited with the ATCC under accession number 
PTA-362; 

(e) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:44; 
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(f) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:44, the fragment comprising eight 
contiguous amino acids of SEQ ID NO;44; 

(g) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees Q or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (aH<i); and 

(h) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at SO degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (aHd). and 
that has a length that is at least 25% of the length of SEQ ID NO:43. 

53. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:44;. 

(b) a firagment of the amino acid sequence of SEQ ID NO:44, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:44; and 

(c) the amino acid sequence encoded by the cDN A insert of clone 
vo2_l deposited with the ATCC under accession number PTA-362; 

the protein being substantially free from other mammalian proteins. 

54. An isolated polynucleotidecomprising anucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:45: 

(b) the nucleotide sequence of SEQ ID NO:45 from nucleotide 36 to 
nucleotide 707; 

(c) the nucleotide sequence of SEQ ID NO:45 from nucleotide 393 to 
nucleotide 707; 

(d) the nucleotide sequence of the fiiU-length protein coding sequence 
of clone vo3_l deposited with the ATCC under accession number PTA-362; 

(e) a nucleotide sequence encoding the frill-length protein encoded by 
the cDNA insert of clone vo3_l deposited with the ATCC under accession number 
PTA-362; 
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(f) the nucleotide sequence of a mature protein coding sequence of 
clone vo3_l deposited with the ATCC under accession number PTA-362; 

(g) a nucleotide sequence encoding a mamre protein encoded by the 
cDNA insert of clone vo3_l deposited with the ATCC under accession number 
PTA-362; 

(h) anucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:46; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:46, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:46; 

0") the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C. or4X SSC at 42 degrees 
C with 50% fonnamide, to any one of the polynucleotides specified by (aXg); and 
(k) the nucleotide sequence of a polynucleotide that hybridizes under 
, conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% fonnamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a lengdi diat is at least 25% of the length of SEQ ID NO:45. 

55. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:46; 
G>) a fragment of the amino acid sequoice of SEQ ID NO:46, the 
fragment comprising ei^t contiguous amino acids of SEQ ID NO:46: and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vo3_l deposited with the ATCC under accession number PTA-362; 
the protein being substantially free from other mammalian ixoteins. 

56. An isolated polynucleotidecomprising anucleotide sequence selected from 
the group consisting of: 

(a) tiie nucleotide sequence of SEQ ID NO:47; 

(b) die nucleotide sequence of SEQ ID NO:47 from nucleotide 74 to 
nucleotide 295; 
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(c) the nucleotide sequence of SEQ ID NO:47 from nucleotide 134 to 
nucleotide 295; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vo5_l deposited with the ATCC under accession number PTA-362; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vo5_l deposited with the ATCC under accession number 
PTA-362; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vo5_l deposited with the ATCC under accession number PTA-362; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone voS_l deposited with the ATCC under accession number 
PTA-362; 

(h) anucleotidesequCTce encoding aproteinconq>iising the amino acid 
sequence of SEQ ID NO:48; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:48, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:48; 

(j) the nucleotide sequence of a polynucleotide that hybridizes und^ 
conditions at least as stringent as 4X SSC at 65 degrees C, or4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (aHg). and 
that has a length that is at least 25% of the length of SEQ ID NO:47. 

57. A protein comprising an amino acid sequence selected fix>m the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:48; 

(b) a fragment of the amino acid sequence of SEQ ID NO:48, the 
fragment comprismg eight contiguous amino acids of SEQ ID NO:48; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vo5„l deposited with the ATCC under accession number PTA-362; 
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the protein being substantially free from other mammalian proteins. 

58. An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 

(a) Ae nucleotide sequence of SEQ ID NO:49; 

(b) the nucleotide sequence of SEQ ID NO:49 from nucleotide 45 to 
nucleotide 383; 

(c) the nucleotide sequence of SEQ ID NO:49 from nucleotide 3 12 to 
nucleotide 383; 

(d) the nucleotide sequence of the frill-length protein coding sequence 
of clone vo6_l deposited with the ATCC under accession number PTA-362; 

(e) a nucleotide sequence encoding the full-length protem encoded by 
the cDNA msert of clone vo6_l deposited with the ATCC under accession number 
PTA-362; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vo6_l deposited with the ATCC under accession number PTA-362; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vo6„l deposited with the ATCC under accession number 
PTA-362; 

(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:50; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:50. the fragment comprising eight 
contiguous amino acids of SEQ ID NO:50; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (aHg); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:49. 
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59. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:S0; 

(b) a fragment of the amino acid sequence of SEQ ID NO:50, the 
fragment comprising eight contiguous amino acids of SEQ ID NOrSO; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vo6_l deposited with the ATCC under accession number PTA-362; 

the protein being substantially free from other mammalian proteins. 

60. An isolated polynucleotide comprising anucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:S 1 ; 

(b) the nucleotide sequence of SEQ ID NO:Sl from nucleotide 186 to 
nucleotide 1739; 

i (c) the nucleotide sequence of SEQ ID NO:S 1 from nucleotide 288 to 
nucleotide 1739; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vo9^1 deposited with the ATCC under accession number PTA-362; 

(e) a nucleotide sequence encoding the frdl-length protein encoded by 
the cDNA insert of clone vo9_l deposited with the ATCC under accession number 
PTA-362; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vo9_l deposited with the ATCC under accession number FTA-362; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vo9_l deposited with the ATCC under accession number 
PTA-362; 

(h) anucleotide sequence encodybgaprotein comprising the aniino acid 
sequence of SEQ ID NO:52; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:52, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:S2; 
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(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 6S degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ED NO:5 1 . 

61. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) die amino acid sequence of SEQ ID NO:52; 

(b) a fiagment of the amino acid sequence of SEQ ID ^9fO:52, the 
fragment conqprising eight contiguous amino acids of SEQ ID NO:52; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vo9_l deposited with the ATCC under accession number PTA-362; 

the protein being substantially free from other mammalian proteins. 

62. An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:53; 

(b) the nucleotide sequence of SEQ ID NO:53fiPom nucleotide 440 to 
nucleotide 835; 

(c) the nucleotide sequence of SEQ ID NO:53 from nucleotide 632 to 
nucleotide 835; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vol 1_1 deposited with the ATCC under accession number PTA-366; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone voll_l deposited with the ATCC under accession 
number PTA-366; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vol 1_1 deposited with the ATCC under accession number PTA-366; 
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(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vol 1_1 deposited with the ATCC under accession number 
PTA-366; 

(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:54; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:S4, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:S4; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees Q or 4X SSC at 42 degrees 
C with 50% fonnamide, to any one of the polynucleotides specified by (aHg); and 

(k) the nucleotide sequence of a polynucleotide that hybridu^es under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (aHg)> and 
liiat has a length that is at least 25% of the length of SEQ ID NO:53. 

63. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:54; 

(b) a fragment of the amino acid sequence of SEQ ID NO:54, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:54; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vol 1_1 deposited with the ATCC under accession number PTA-366; 

the protein being substantially ficG from other mammalian proteins. 

64. An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:55; 

(b) the nucleotide sequence of SEQ ID NO:55 from nucleotide 72 to 
nucleotide 329; 

(c) the nucleotide sequence of SEQ ID NO:55 from nucleotide 120 to 
nucleotide 329; 
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(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vol2_l deposited with the ATCC under accession number PTA-366; 

(e) a nucleotide sequence cncodmg the full-length protein encoded by 
the cDNA insert of clone vol2_l deposited with the ATCC under accession 
number PTA-366; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vol2_l deposited with the ATCC under accession number PTA-366; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vol2_l deposited with the ATCC under accession number 
PTA-366; 

(h) anucleotidesequenceencodingaproteincomprisingtheaminoacid 
sequence of SEQ ID NO:56; 

(i) a nucleotide sequence encoding a protein comprising a fiagment of 
the amino acid sequence of SEQ ID NO:56, the ftagmeait compiismg eight 

, ^contiguous amino acids of SEQ ID NO:S6; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% fonnamide, to any one of the polynucleotides specijfied by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% fonnamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:55. 

65. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:56; 

(b) a fragment of the amino acid sequence of SEQ ID NO:56, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:56; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vol2_l deposited with the ATCC under accession number PTA-366; 

the protein being substantially free from other mammalian proteins. 
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66. An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:57; 

(b) the nucleotide sequence of SEQ ID NO:57 from nucleotide 227 to 
nucleotide 439; 

(c) the nucleotide sequence of SEQ ID NO:57 from nucleotide 287 to 
nucleotide 439; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vol3_l deposited with the ATCC under accession number PTA-366; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vol3_l deposited with the ATCC under accession 
number PTA-366; 

(f) the nucleotide sequence of a mature protein coding sequrace of 
clone vol3_l dq)Osited with the ATCC under accession number PTA-366; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vol3_l deposited with the ATCC under accession number 
PTA-366; 

(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:58; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:58. the fragment comprising eight 
contiguous amino acids of SEQ ID NO:S8; 

(j) die nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:57. 

67. A protein comprising an amino acid sequence selected from the group 
consisting of: 
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(a) the amino acid sequence of SEQ ID NO:58; 

(b) a fragment of the amino acid sequence of SEQ ID NO:58, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:58; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vol3_l deposited with the ATCC under accession number PTA-366; 

the protein being substantially free from other mammalian proteins. 

68. An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:59; 

(b) the nucleotide sequence of SEQ ID NO:59 from nucleotide 96 to 
nucleotide 341; 

(c) the nucleotide sequence of SEQ ID NO:59 from nucleotide 174 to 
nucleotide 341; 

, (d) the nucleotide sequence ofthe full-length protein coding sequence 

of clone vol4_l deposited with the ATCC under accession number PTA-366; 

(e) a nucleotide sequence encoding the full-lcngtii protein encoded by 
the cDNA insert of clone vol4_l deposited with the ATCC under accession 
number PTA-366; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vol4_l deposited with the ATCC under accession number PTA-366; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vol4_l deposited witii tiie ATCC under accession number 
PTA-366; 

(h) anucleotide sequence encodmgaprotein comprising the amino acid 
sequence of SEQ ID NO:60; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:60, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:60; 

(j) the nucleotide sequence of a polynucleotide tiiat hybridizes under 

conditions at least as stringent as4XSSC at 65 degrees C,or4XSSC at 42degrees 
C with 50% formamide, to any <Mie of the polynucleotides specified by (a)-(g); and 
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(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at SO degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (aHg), aiid 
that has a length that is at least 25% of the length of SEQ ID NO:59. 

69. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:60; 

(b) a fragment of. the amino acid sequence of SEQ ID NO:60, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:60; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
V014.1 deposited with the ATCC under accession number PTA-366; 

the protein being substantially free from other mammalian proteins. 

70. An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:61; 

(b) the nucleotide sequence of SEQ ID NO:61 from nucleotide 90 to 
nucleotide 599; 

(c) the nucleotide sequence of SEQ ID NO:61 from nucleotide 165 to 
nucleotide 599; 

(d) the nucleotide sequence of the fuU-lragth protein coding sequence 
of clone vol5_l deposited widi the ATCC under accession number PTA-366; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vol5_l deposited with the ATCC under accession 
number PTA-366; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vol5_l deposited with the ATCC under accession number PTA-366; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vol5_l deposited with the ATCC under accession number 
PTA-366; 
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(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:62; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:62, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:62; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide, sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees G, or 6X SSC at 40 degnses 
C with 50% formamide, to any one of the polynucleotides specified by (aHg), and 
that has a length that is at least 25% of the length of SEQ ID NO:6L 

71. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:62; 

(b) a fragment of die amino acid sequence of SEQ ID NO:62, the 
fiagment conq>rising eight contiguous amino acids of SEQ ID NO:62; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vol5_l deposited with the ATCC under accession number PTA-366; 

the protein being substantially fipee from other mammalian proteins. 

72, Anisolatedpolynucleotidecomprismg anucleotide sequence selectedfiom 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:63; 

(b) the nucleotide sequence of SEQ ID NO:63 from nucleotide 209 to 
nucleotide 451; 

(c) the nucleotide sequence of SEQ ID NO:63 from nucleotide 398 to 
nucleotide 451; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vol6_l deposited with the ATCC under accession number PTA-366; 
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(e) a nucleotide sequence encoding the fiilHength protein encoded by 
the cDNA insert of clone vol6_l deposited with the ATCC under accession 
number PTA-366; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vol6_i deposited with the ATCC under accession number PTA-366; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vol6_l deposited with the ATCC under accession number 
PTA-366; 

(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:64; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino add sequence of SEQ ID NO:64, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:64; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% fonnamide, to any one of the polynucleotides specified by (aHg); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% foimamide, to any one of the polynucleotides specified by (aXg), and 
that has a length that is at least 25% of the length of SEQ ID NO:63. 

73. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:64; 

(b) a fi:agment of the amino acid sequence of SEQ ID NO:64, the 
firagment comprising eight contiguous amino acids of SEQ ID NO:64; and 

(c) the ammo acid sequence encoded by the cDNA insert of clone 
vol6_l deposited with the ATCC under accession number PTA-366; 

the protein being substantially free from other mammalian proteins. 

74. An isolated polynucleotide comprising anucleotide sequence selected from 
the group consisting of: 
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(a) the nucleotide sequence of SEQ ID NO:65; 

(b) the nucleotide sequence of SEQ ID NO:65 from nucleotide 31 to 
nucleotide 231; 

(c) the nucleotide sequence of SEQ ID NO:65 from nucleotide 91 to 
nucleotide 231; 

(d) the nucleotide sequence of the fiill-length protein coding sequence 
of clone vol8_l deposited with the ATCC under accession number PTA-366; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vol8_l deposited with the ATCC under accession 
number PTA-366; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vol8_l dqwsited with the ATCC under accession number PTA-366; 

(g) a nucleotide sequence CTicoding a mature protein encoded by the 
cDNA insert of clone vol8_l deposited with the ATCC under accession number 

, PTA-366; 

(h) anucleotidesequenceencodingapioteincomprisingtheaminoacid 
sequence of SEQ ID NO:66; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:66, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:66; 

0) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SS C at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% f omiamide, to any one of the polynucleotides specified by (aXg) ; and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% f ormamide, to any one of the polynucleotides specified by (aXgX and 
that has a length that is a$ least 25% of the length of SEQ ID NO:65. 

75, A protein comprising an amino acid sequence selected fi-om the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:66; 
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(b) a fragment of the amino acid sequence of SEQ ID NO:66, the 
firagment comprising eight contiguous amino acids of SEQ ED NO:66; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
V0I8.I deposited with the ATCC under accession number PTA-366; 

the protein being substantially free from other mammalian proteins. 

76. An isolated polynucleotide comprising anucleotide sequence selected fipom 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:67; 

(b) the nucleotide sequence of SEQ ID NO:67 from nucleotide 23 to 
nucleotide 736; 

(c) the nucleotide sequence of SEQ ID NO:67 from nucleotide 83 to 
nucleotide 736; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vol9_l deposited with the AT(X under accession number PTA-366; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vol9.1 deposited with the ATCC under accession 
number PTA-366; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vol9_l deposited with the ATCC under accession number PTA-366; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vol9.1 deposited with the ATCC under accession number 
FrA-366; 

(h) anucleotidesequenceencodingapioteincomprisingtheaminoacid 
sequence of SEQ ID NO:68; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:68, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:68; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (aHg); and 
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(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:67. 

77. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:68; 

(b) a fragment of the amino acid sequence of SEQ ID NO:68, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:68; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vol9_l deposited with the ATCC under accession number PTA-366; 

the protein being substantially free from other manunalian proteins. 

78. An isolated polynucleotide comprising a nucleotide sequmce selected fiom 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:69; 

(b) the nucleotide sequence of SEQ ID NO:69 from nucleotide 104 to 
nucleotide 1399; 

(c) the nucleotide sequence of SEQ ID NO:69 from nucleotide 158 to 
nucleotide 1399; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone Yo22_l deposited with the ATCC under accession number PTA-366; 

(e) a nucleotide sequence encoding the fiiU-length protein encoded by 
the cDNA insert of clone vo22_l deposited with the ATCC under accession 
nmnber PTA-366; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vo22_l deposited with the ATCC under accession number PTA-366; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vo22_l deposited with the ATCC under accession number 
PTA-366; 
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(h) a nucleotide sequOTce encoding a protein comprising the amino acid 
sequence of SEQ ID NO:70; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:70, the fragment conq)rising eight 
contiguous amino acids of SEQ ID NO:70; 

(j) die nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide, sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:69. 

79. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:70; 

(b) a firagmeiit of the amino acid sequence of SEQ ID NO:70, the 
fragment co^^)rising eight contiguous amino acids of SEQ ID NO:70; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vo22_l deposited with the ATCC under accession number PTA-366; 

the protein being substantially fi:ee from other mammalian proteins. 

80. An isolated polynucleotide comprising a nucleotide sequence selected fit>m 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID N0:7I; 

(b) the nucleotide sequence of SEQ ID NO:71 from nucleotide 174 to 
nucleotide 1595; 

(c) the nucleotide sequence of the full-length protein coding sequence 
of clone vo23_l deposited with the ATCC under accession number PTA-366; 

(d) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vo23_l deposited with the ATCC under accession 
number PTA-366; 
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(e) a nucleotide sequence encoding aprotein comprising the amino acid 
sequence of SEQ ID NO:72; 

(f) a nucleotide sequence encoding a protein conq)rising a fragment of 
the amino acid sequence of SEQ ID NO:72, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:72; 

(g) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(d); and 

(h) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (aXd), and 
that has a length that is at least 25% of the length of SEQ ID NO:71. 

81. A protein comprising an ^Unino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:72; 

(b) a fragment of the amino acid sequence of SEQ ID NO:72, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:72; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vo23_l deposited with the ATCC under accession number PTA-366; 

the protein being substantially free from other mammalian proteins. 

82. Anisolatedpolynucleotidecomprisinganucleotidesequenceselectedfiom 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:73; 

(b) the nucleotide sequence of SEQ ID NO:73 from nucleotide 129 to 
nucleotide 311; 

(c) the nucleotide sequence of SEQ ID NO:73 from nucleotide 195 to 
nucleotide 311; 

(d) the nucleotide sequence of the frill-length protein coding sequence 
of clone vo24_l deposited with the ATCC under accession number PTA-366; 
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(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vo24_l deposited with the ATCC under accession 
number PTA-366; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vo24_l deposited with the ATCC under accession number PTA-366; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vo24_l deposited with the ATCC under accession number 
PTA-366; 

(h) a nucleotide sequence encoding a protein comprising the anuno acid 
sequence of SEQ ID NO:74; 

(i) a nucleotide sequence encoding a protein coiiq>rising a fragment of 
the amino acid sequence of SEQ ID NO:74, the fragmrat comprising eight 
contiguous amino acids of SEQ ID NO:74; 

Q) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formanude, to any one of the polynucleotides specified by (a)-(g), and 
that has a lengtii that is at least 25% of die lengtii of SEQ ID NO:73. 

83. A protein comprising an amino acid sequence selected firom the group 
consisting of : 

(a) the ammo acid sequence of SEQ ID NO:74; 

(b) a fi:agment of the amino acid sequence of SEQ ID NO:74, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:74; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vo24_l deposited with the ATCC under accession number PTA-366; 

the protein being substantially free from other mammalian proteins. 

84. An isolated polynucleotide comprising a nucleotide sequence selected fix>m 
the group consisting of: 
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(a) the nucleotide sequence of SEQ ID NO:75; 

(b) the nucleotide sequence of SEQ ID NO:75 from nucleotide 73 to 
nucleotide 798; 

(c) the nucleotide sequence of SEQ ID NO:75 from nucleotide 142 to 
nucleotide 798; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vo25_l deposited with the ATCC under accession number PTA-366; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vo25_l deposited with the ATCC under accession 
number PTA-366; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone V025.1 deposited with the ATCC under accession number PTA-366; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vo25_l deposited with the ATCC under accession number 

» PTA-366; 

(h) a nucleotide sequence encoding aprotein comprising the amino acid 
sequence of SEQ ID NO:76; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:76, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:76; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% fonnamide, to any one of the polynucleotides specified by (a)-(^; and 

(k) the nucleotide sequrace of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:75, 

85, A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:76; 
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(b) a fragment of the amino acid sequence of SEQ ID NO:76, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:76; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vo2S_l deposited widi the ATCC under accession number PTA-366; 

the protein being substantially £ree from other mammalian proteins. 

86. An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:27; 

(b) the nucleotide sequence of SEQ ID NO:27 from nucleotide 26 to 
nucleotide 307; 

(c) the nucleotide sequence of SEQ ID NO:27 from nucleotide 101 to 
nucleotide 307; 

(d) the nucleotide sequrace of the ftiU-length protein coding sequence 
of clone vo26_l deposited with the ATCC under accession number PTA-366; 

(e) a nucleotide sequence encoding the frdl-length protein encoded by 
the cDNA insert of clone vo26_l deposited with the ATCC under accession 
number PTA-366; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vo26_l deposited with the ATCC under accession number PTA-366; 

(g) a nucleotide sequrace encoding a mature protein encoded by the 
cDNA insert of clone yo26_l deposited with the ATCC under accession number 
PTA-366: 

(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:78; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:78, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:78; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 
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(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% fonnamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:27, 

87. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:78; 

(b) a fragment of the amino acid sequence of SEQ ID NO:78, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:78; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vo26_l deposited with the ATCC under accession number PTA-366; 

the protein being substantially free from other mammalian proteins. 

88. An isolated polynucleotide comprising a nucleotide sequence selected froni 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:79; 
(h) the nucleotide sequence of SEQ ID NO:79 from nucleotide 43 to 
nucleotide 228; 

(c) flie nucleotide sequence of SEQ ID NO:79 firom nucleotide 94 to 
nucleotide 228; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vp23_l deposited with the ATCC under accession number PTA-368; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vp23_l deposited with the ATCC under accession 
number PTA-368; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vp23_l deposited with tiie ATCC under accession number PTA-368; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vp23_l deposited witii the ATCC under accession number 
PTA-368; 
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(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:80; 

(i) a nucleotide sequence encoding a protein comprising a firagment of 
the amino acid sequence of SEQ ID NO:80, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:80; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (aHg); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C M^th 50% formamide, to any one of the polynucleotides specified by (a)-(gX and 
that has a length that is at least 25% of the length of SEQ ID NO:79. 

89. A protein comprismg an amino acid sequence selected firom the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:80; 

(b) a fitagmrat of die amino acid sequence of SEQ ID NO:80, the 
fi:agmait comprising eight contiguous amino acids of SEQ ID NO:80; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vp23_l deposited with the ATCC under accession nimiber PTA-368; 

the protein being substantially ftcG fiom other mammalian proteins. 

90. Anisolatedpolynucleotidecomprisinganucleotidesequenceselectedfiom 
tile groiq) consisting of: 

(a) the nucleotide sequence of SEQ ID NO:81 ; 

(b) the nucleotide sequence of SEQ ID N0:81 fix>m nucleotide 245 to 
nucleotide 427; 

(c) the nucleotide sequence of SEQ ID NO:8 1 from nucleotide 308 to 
nucleotide 427; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vq7_l deposited with the ATCC under accession number PTA-368; 
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(e) a nucleotide sequence encoding the full-length {ttotein encoded by 
the cDNA insert of clone vq7_l deposited with the ATCC under accesaon number 

PTA-368; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vq7_l deposited with the ATCC under accession number PTA-368; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vq7_l deposited with the ATCC under accession number 
PTA-368; 

(h) anucleotide Sequence encoding a protein comprising flic amino acid 

sequence of SEQ ID NO:82; 

(i) anucleotide sequence encoding aproteinconqwisingafiagmentof 
the amino acid sequence of SEQ ID NO:82, the fragment compriang eight 
contiguous amino acids of SEQ ID NO:82; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of tiie polynucleotides specified by (a)-(g); and 

(k) flie nucleotide sequaice of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C wifli 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
tiiat has a lengfli fliat is at least 25% of flie lengfli of SEQ ID N0:81. 

91. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:82; 

(b) a fragment of the amino acid sequence of SEQ ID NO:82, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:82; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vq7_l deposited with the ATCC under accession number PTA-368; 

flie protein bemg substantially free from oflier mammalian proteins. 



92. Anisolatedpolynucleotidecomprisinganucleotidesequenceselectedfrom 
the group consisting of: 
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(a) the nucleotide sequence of SEQ ID NO:83; 

(b) the nucleotide sequence of SEQ ID NO:83 from nucleotide 1 19 to 
nucleotide 475; 

(c) the nucleotide sequence of SEQ ID NO:83 from nucleotide 1 85 to 
nucleotide 475; 

(d) the nucleotide sequence of the fiilHength protein coding sequence 
of clone vq8_l deposited with the ATCC under accession number PTA-368; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDN A insert of clone vq8_l deposited with the ATCC under accession number 
PTA-368; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone yq8_l deposited with the ATCC under accession number PTA-368; 

(g) a nucleotide sequence encoding a mature potein encoded by the 
cDNA insert of clone vq8_l deposited with the ATCC imder accession number 

^ PTA-368; 

(h) anucleotide sequrace encoding aprotein coiiq>rising the amino acid 
sequence of SEQ ID NO:84; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:84, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:84; 

(l) the nucleotide sequence of a polynucleotide that hybridizes imder 
conditions at least as stringent as 4X SSC at 65 degrees Q or 4X SSC at 42 degrees 
C with 50% formamide» to any one of the polynucleotides specified by (aXg); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees Q or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (aHg), and 
that has a length that is at-least 25% of the length of SEQ ID NO:83. 

93. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:84; 
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(b) a fragment of the amino acid sequence of SEQ ED NO:84, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:84; and 

(c) the amino acid sequence racodcd by the cDNA insert of clone 
vq8_l deposited with the ATCC under accession number PTA>368; 

the protein being substantially free from other mammalian proteins. 

94. Anisolatedpolynucleotidecomprisinganucleotidesequenceselectedfrom 
the group consisting of: 

(a) tiie nucleotide sequence of SEQ ID NO:85; 

(b) the nucleotide sequence of SEQ ID NO:85 from nucleotide 90 to 
nucleotide 323; 

(c) the nucleotide sequence of SEQ ID NO:85 from nucleotide 141 to 
nucleotide 323; 

(d) the nucleotide sequence of the full-length protein coding sequence 
ofclonevq9_l deposited with the ATCC undo: accession number PTA-368; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNAinsert of clone vq9_l deposited with the ATCC under accession number 

. PTA-368; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vq9_l deposited with the ATCC under accession number PTA-368; 

(g) a nucleotide sequence encoding a mature protem encoded by the 
cDNA insert of clone vq9_.l deposited with the ATCC under accession number 
PTA-368; 

(h) anucleotide sequence encoding aprotein comprismg the amino acid 
sequence of SEQ ID NO:86; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:86, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:86; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 
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(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of tfie polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:85. 

95. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:86; 

(b) a fragment of the amino acid sequence of SEQ ID NO:86, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:86; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vq9_l deposited with the ATCC under accession nimiber PTA-368; 

the protein being substantiaUy free from other mammalian proteins. 

' 96. Anisolatedpolynucleotidecomprisinganucleotidesequenceselectedfioni 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:87; 

(b) the nucleotide sequence of SEQ ID NO:87 fix>m nucleotide 18 to 
nucleotide 452; 

(c) the nucleotide sequence of SEQ ID NO:87 from nucleotide 72 to 
nucleotide 452; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vqlO.l deposited with the ATCC under accession number PTA-368; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vqlO.l deposited with the ATCC under accession 
number PTA-368; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vqlO_l deposited with the ATCC under accession number PTA-368; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vqlO_l deposited with the ATCC under accession number 
PTA-368; 
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(h) anucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:88; 

(i) a nucleotide sequence encoding a protein comprising a fiagment of 
the amino add sequence of SEQ ID NO:88. tiie firagment comprising eight 
contiguous amino adds of SEQ ID NO:88; 

0) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% fonnamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% fotmamide, to any one of the polynucleotides specified by (aHg), and 
diat has a length that is at least 25% of the length of SEQ ID NO:87. 

97. A protein comprising an amino add sequence selected from the group 
consisttpg of: 

(a) the ammo add sequence of SEQ ID NO:88; 

(b) a fragment of the amino acid sequence of SEQ ID NO:88, the 
fragment conq)rising eight contiguous amino acids of SEQ ID NO:88; and 

(c) the amino acid sequence encoded by die cDNA insert of clone 
vqlO_l deposited with the ATCC under accession number PTA-368; 

the protein being substantially free fix)m other nuunmalian proteins. 

98. Anisolatedpolynucleotideconq)risinganucleotidesequaiceselectedfiom 
the group consisting of: 

(a) the nuclecKdde sequence pf SEQ ID NO:89; 

(b) the nudeotide sequence of SEQ ID NO:89 from nucleotide 196 to 
nucleotide 378; 

(c) the nucleotide sequence of SEQ ID NO:89 from nucleotide 262 to 
nucleotide 378; 

(d) the nucleotide sequence of the fuU-lengtii protein coding sequence 
of clone vql3_l deposited with the ATCC under accession number PTA-368; 
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(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vql3_l deposited with the ATCC under accession 
number PTA-368; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vql3_l deposited with the ATCC under accession number PTA-368; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vql3_l deposited with the ATCC under accession number 
PTA-368; 

(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:90; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:90, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:90; 

(j) the nucleotide seqiience of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% fonnamide, to any one of the polynucleotides specified by (a)-(g); and 

Oc) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% foimamide, to any one of the polynucleotides specified by (a)-(gX and 
that has a length that is at least 25% of the length of SEQ ID NO:89. 

99. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:90; 

(b) a fragment of the amino acid sequence of SEQ ID N0:90, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:90; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vql3_l deposited with the ATCC under accession number PTA-368; 

the protein being substantially free from other mammalian proteins. 

100. An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 
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(a) the nucleotide sequence of SEQ ID NO:9 1 ; 

(b) the nucleotide sequence of SEQ ID NO:91 from nucleotide 35 to 
nucleotide 718; 

(c) the nucleotide sequence of SEQ ID N0:91 from nucleotide 173 to 
nucleotide 718; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vq 16_1 deposited with the ATCC under accession number PTA-368; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone yql6.1 deposited with the ATCC under accession 
number PTA-368; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vql6_l deposited with the ATCC under accession number PTA-368; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vql6_l deposited with the ATCC under accession number 
PTA-368; 

(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:92; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:92, the fr'agment comprising eight 
contiguous amino acids of SEQ ID NO:92; 

(j) the nucleotide sequence of a polynucleotide that hybridi^ under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (aXg); and 

Qsi) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C v/ith 50% formamide, to any one of the polynucleotides specified by (aHg), and 
that has a length that is at least 25% of the length of SEQ ID NO:9L 

101. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:92; 
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(b) a firagment of the amino acid sequence of SEQ ID NO:92, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:92; and 

(c) the amino acid sequence encoded by the cDNA inseit of clone 
vql6_l deposited with the ATCC under accession number PTA-368; 

the protein being substantially free from other mammalian proteins. 

102. An isolated polynucleotide comprising anucleodde sequence selected from 
the group consisting of: 

(a) the nucleotide, sequence of SEQ ID NO:93; 

(b) the nucleotide sequence of SEQ ID NO:93 from nucleotide 1 to 
nucleotide 762; 

(c) the nucleotide sequence of SEQ ID NO:93 from nucleotide 70 to 
nucleotide 762; 

(d) the nucleotide sequence of the frill-length protein coding sequence 
of clone vql9_l deposited with the ATCC under accession number PTA-368; 

(e) a nucleotide sequence encoding the ftiU-length protein encoded by 
the cDNA insert of clone vql9_l deposited with the ATCC under accession 
number PTA-368; 

(f) the nucleotide sequence of a mature protein coding sequence of 
done vql9_l deposited with the ATCC under accession number PTA-368; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vql9_l deposited with the ATCC under accession number 
PTA-368; 

(h) anucleotidesequenceencodingaproteinconqnisuigtheaminoacid 
sequence of SEQ ID NO:94; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:94, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:94; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% fonnamide, to any one of the polynucleotides specified by (a)-(g); and 
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(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:93. 

103. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:94; 

(b) a fragment of, the amino acid sequence of SEQ ID NO:94, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:94; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vql9 J deposited with the ATCC under accession number PTA-368; 

the protein being substantially free from other mammalian proteins. 

104. An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:95; 

(b) the nucleotide sequence of SEQ ID NO:95 from nucleotide 106 to 
nucleotide 792; 

(c) the nucleotide sequence of SEQ ID NO:95 from nucleotide 172 to 
nucleotide 792; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vq20_l deposited with the ATCC under accession number PTA-368; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vq20_l deposited with the ATCC under accession 
number PTA-368; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vq20_l deposited with the ATCC under accession number PTA-368; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vq20_l deposited with the ATCC under accession nuniber 
PTA-368; 
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(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO:96; 

(i ) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO:96, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:96; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide. sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at SO degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g). and 
that has a length that is at least 25% of the length of SEQ jED NO:95. 

105. A protein comprising an amino acid sequence selected firom the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO:96; 

(b) a firagmrat of the amino acid sequence of SEQ ID NO:96, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:96; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vq20_l deposited with the ATCC under accession number PTA-368; 

the protein being substantially free from other mammalian proteins. 

106. Anisolatedpolynucleotidecomprisinganucleotidesequenceselectedfix>m 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:97; 

(b) the nucleotide sequence of SEQ ID NO:97 from nucleotide 40 to 
nucleotide 315; 

(c) the nucleotide sequence of SEQ ID NO:97 from nucleotide 124 to 
nucleotide 315; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vq21_l deposited with the ATCC under accession number PTA-368; 
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(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vq21_l deposited with the ATCC under accession 
number PTA-368; 

(f) the nucleotide sequnice of a mature protein coding sequence of 
clone vq21_l dq)Osited with the ATCC under accession number PTA-368; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vq21_l deposited with the ATCC under accession number 
PTA-368; 

(h) anucleotidesequaiceencodingaproteincomprisingtheaminoacid 
sequence of SEQ ID NO:98; 

(i) anucleotidesequ«iceracodingaproteincomprisinga£cagmentof 
the amino acid sequence of SEQ ID NO:98, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:98; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
, conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% fdrmamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (aHg), and 
that has a length that is at least 25% of the length of SEQ ID NO:97. 

107. A protein comprising an amino add sequmce selected ficom the groiq> 
cmisisting of: 

(a) the amino acid sequence of SEQ ID NO:98; 

(b) a fragment of the amino acid sequence of SEQ ID NO:98, the 
fragment con^rising eight contiguous amino acids of SEQ ID NO:98; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vq21_l deposited with the ATCC under accession number PTA-368; 

the protein being substantially free from other mammalian proteins. 

108. An isolated polynucleotideconq)rising anucleotide sequmcesdected from 
the group consisting of: 
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(a) the nucleotide sequence of SEQ ID NO:99; 

(b) the nucleotide sequence of SEQ ID NO:99 from nucleotide 70 to 
nucleotide 699; 

(c) the nucleotide sequence of the full-length protein coding sequence 
of clone vi2_l deposited with the ATCC under accession number PTA-368; 

(d) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vr2_l deposited with the ATCC under accession number 
PTA-368; 

(e) a nucleotide sequence encoding aprotein comprising the amino acid 
sequence of SEQ ID NO: 100; 

(f) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO: 100, the fragment comprising eight 
contiguous amino acids of SEQ ID NO: 100; 

(g) the nucleotide sequence of a polynucleotide that hybridizes under 
^conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (aHd); and 

(h) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(d), and 
that has a length that is at least 25% of the length of SEQ ED NO:99. 

109. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO: 100; 

(b) a fragment of ttie amino acid sequence of SEQ ID NO: 100, the 
fragment comprising eight contiguous amino acids of SEQ ID NO: 100; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vi2_l deposited with the ATCC imder accession number PTA-368; 

the protein being substantially free from other mammalian proteins. 

110. An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 
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(a) the nucleotide sequence of SEQ ID NO: 101 ; 

(b) thenucleotidesequenceof SEQIDNO:101 firomnucleotide 170to 
nucleotide 394; 

(c) thenucleotidesequenceof SEQ ID NO:101 fiomnucleotide227to 
nucleotide 394; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone PTA-1075 deposited with the ATCC under accession number PTA- 1075; 

(e) a nucleotide sequence encoding the fulWength protein encoded by 
the cDNA insert of clone vc69„l deposited with the ATCC under accession 
number PTA-1075; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vc69_l deposited with the ATCC under accession number PTA-1075; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vc69_.l deposited with the ATCC under accession number 

^PTA-1075; 

(h) anucleoticte sequence encoding aproteincoinprising the amino acid 
sequence of SEQ ID N0:1Q2; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO: 102, the fragment comprising eight 
contiguous amino acids of SEQ ID NO: 102; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or4X SSC at 42 degrees 
C with 50% fonnamide, to any one of the polynucleotides specified by (aHg); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (aHg), and 
that has a length that is at least 25% of the length of SEQ ID NO: 101. 

111. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO: 102; 
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(b) a fragment of the amino acid sequence of SEQ ID NO: 102, the 
fragment comprising eight contiguous amino acids of SEQ ID NO: 102; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vc69_l deposited with the ATCC under accession number PTA-1075; 

the protein being substantially free from other manmialian proteins. 

112. An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO: 103; 

(b) the nucleotide sequence of SEQ ID NO: 103 from nucleotide 43 to 
nucleotide 198; 

(c) the nucleotide sequence of SEQ ID NO: 103 from nucleotide 85 to 
nucleotide 198; 

(d) the nucleotide sequence of the frill-length protein coding sequence 
of clone vc71_l deposited with the ATCX3 under accession number PTA-107S; 

(e) a nucleotide sequence encoding the frill-length protein encoded by 
the cDNA insert of clone vc71_l deposited with the ATCC under accession, 
number PTA-1075; 

*(f) the nucleotide sequence of a mature protein coding sequence of 
clone vc71_l deposited with the ATCC under accession number PTA-1075; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vc71^1 deposited with the ATCC under accession nuniber 
PTA-1075; 

(h) anucleotide sequence encoding aprotein comprising the aniino acid 
sequence of SEQ ID NO:104; 

(i) anucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO: 104, the fragment comprising eight 
contiguous amino acids of SEQ ID NO: 104; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (aHg); and 
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(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (aXg), and 
that has a length that is at least 25% of the length of SEQ ID NO: 103. 

113. A protein comprismg an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO: 104; 

(b) a fragment of the amino acid sequence of SEQ ID NO: 104, the 
fragment comprising eight contiguous amino acids of SEQ ID NO: 104; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vc71_l deposited with the ATCC under accession number PTA-1075; 

the protein being substantially free from other mammalian proteins. 

1 14. An isolated polynucleotide comprising anucleotide sequence selected from 
the group consistinjg of: 

(a) the nucleotide sequence of SEQ ID NO: 105; 

(b) the nucleotide sequence of SEQ ID NO: 105 from nucleotide 260 to 
nucleotide 1552; 

(c) the nucleotide sequence of SEQ ID NO: 105 from nucleotide 335 to 
nucleotide 1552; 

(d) the nucleotide sequence of the full-length protem coding sequence 
of clone vo27_l deposited with the ATCC under accession numb^ PTA-1075; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vo27_l deposited with the ATCC under accession 
number PTA-1075; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vo27_l deposited with the ATCC under accession number PTA-1075; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vo27.1 deposited with the ATCC under accession number 
PTA-1075; 
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(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NOrlCNS; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO: 106, the fragment comprising eight 
contiguous amino acids of SEQ ID NO: 106; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% foimamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotiide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at SO degrees C, or 6X SSC at 40 degrees 
C with 50% foimamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO: 105. 

115. A protein comprising an amino acid sequence selected from the group 
consistihg of: 

(a) the amino acid sequence of SEQ ID NO: 106; 

(b) a fragment of the amino acid sequence of SEQ ID NO:106« the 
firagment comprising eight contiguous amino acids of SEQ ID NO: 106; and 

(c) die amino acid sequence encoded by the cDNA insert of clone 
vo27_l deposited with the ATCC under accession number FrA-1075; 

the protein being substantially free from other naamnudian proteins. 

1 16. Anisolatedpolynucleotidecomprisinganucleotidesequenceselectedfrom 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO: 107; 

(b) the nucleotide sequence of SEQ ID NO: 107 from nucleotide 1 5 to 
nucleotide 320; 

(c) the nucleotide sequence of SEQ ID NO: 107 fix)m nucleotide 72 to 
nucleotide 320; 

(d) the nucleotide sequence of the frill-length protein coding sequence 
of clone vo31_l deposited with the ATCC under accession number PTA-1075; 
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(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vo31_l deposited with the ATCC under accession 
number PTA-1075; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vo31_l deposited with the ATCC under accession number PTA-1075; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vo3 1_1 deposited with the ATCC under accession number 
PTA-1075; 

(h) a nucleotide sequence encoding aprotein comprising the amino acid 
sequence of SEQ ID NO: 108; 

(i) anucleotide sequence encoding aprotein comprising a fragment of 
the amino acid sequence of SEQ ID NO: 108, the fragment comprising eight 
contiguous amino acids of SEQ ID NO: 108; 

Q) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) flie nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of die length of SEQ ID NO: 107. 

1 17. A protein comprising an amino acid sequence selected from the group 
consisting of : 

(a) the amino acid sequence of SEQ ID NO: 108; 

(b) a fragment of the amino acid sequence of SEQ ID NO: 108, the 
fragment comprising eight contiguous amino acids of SEQ ID NO: 108; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vo31_l deposited with the ATCC under accession number PTA-1075; 

the protein being substantially free from other mammalian proteins. 

118. An isolated polynucleotide comprismg a nucleotide sequence selected from 
the group consisting of: 
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(a) the nucleotide sequence of SEQ E) NO: 109; 

(b) the nucleotide sequence of SEQ ID NO: 109 from nucleotide 38 to 
nucleotide 1255; 

(c) the nucleotide sequence of SEQ ID NO: 109 from nucleotide 86 to 
nucleotide 1255; 

(d) the nucleotide sequence of the fiilHength protein coding sequence 
of clone vo32_l deposited with the ATCC under accession number PTA-1075; 

(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone yo32_1 deposited with the ATCC under accession 
number PTA-1075; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vo32_1 deposited with the ATCC under accession number PTA-1075; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vo32_l deposited with the ATCC mider accession number 
PTA-1075; 

(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO: 1 10; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO: 110, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:110; 

Q) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:109. 

1 19, A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO: 1 10; 
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(b) a fragment of the amino acid sequence of SEQ ID NO: 110, the 
fragment comprising eight contiguous amino acids of SEQ ID NO: 1 10; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vo32„l deposited with the ATCC under accession number PTA-1075; 

die protein being substantially free from other mammalian proteins. 

120. An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 

(a) thenucleotidesequenceof SEQIDNO:lll; 

(b) the nucleotide sequence of SEQ ID NO: 111 from nucleotide 80 to 
nucleotide 1276; 

(c) the nucleotide sequence of SEQ ID NO: 111 from nucleotide 13 1 to 
nucleotide 1276; 

(d) the nucleotide sequence of the frdMength protein coding sequence 
' of clone vo33_l deposited with the ATCC under accession number PTA-1075; 

(e) a nucleotide sequence encoding the friU-length protein encoded by 
the cDNA insert of clone vo33_l deposited with the ATCC under accession 
number PTA-1075; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vo33„l deposited with the ATCC under accession number PTA-1075; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vo33_l deposited with the ATCC under accession nuniber 
PTA-1075; 

(h) anucleotide sequence encoding aprotein comprising the amino acid 
sequence of SEQ ID NO:l 12; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO: 112, the fragment comprising eight 
contiguous amino acids of SEQ ID N0:1 12; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degree 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 
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(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% fonnamide, to any one of the polynucleotides specified by (aHg), and 
that has a length that is at least 25% of the length of SEQ ID NO: 1 1 1 . 

121. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO: 112; 

(b) a firagment of the amino acid sequence of SEQ ID NO: 1 12, the 
fragment comprising eight contiguous amino acids of SEQ ID NO: 112; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vo33_l deposited with the ATCC under accession number PTA-1075; 

die protein being substantially free from other mammalian proteins. 

122. An isolated polynucleotide conq>rising a nucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO:l 13; 

(b) the nucleotide sequence of SEQ ID NO: 113 from nucleotide 202 to 
nucleotide 429; 

(c) the nucleotide sequence of SEQ ID NO: 1 13 from nucleotide 292 to 
nucleotide 429; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vq23_l deposited with the ATCC under accession number FTA-107S; 

(e) a nucleotide sequence oicoding the frdl-length [»otein encoded by 
the cDNA insert of clone vq23_l d^sited with the ATCC under accession 
number PTA-1075; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vq23„l deposited with the ATCC imder accession number PTA-1075; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vq23_l deposited with the ATCC under accession number 
PTA-1075; 
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(h) a nucleotide sequence encoding aprotein comprising the amino acid 
sequence of SEQ ID NO: 1 14; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO: 114, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:l 14; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% fonnamide, to any one of the polynucleotides specified by (aHg); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% of the length of SEQ ID NO:l 13. 

123. A protein comprising an amino acid sequence selected firom the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO: 1 14; 

(b) a fragment of the amino acid sequence of SEQ ID NO:l 14, the 
fragment comprising eight contiguous amino acids of SEQ ID NO: 1 14; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vq23_l deposited with the ATCC under accession number PTA-1075; 

the protein being substantiaUy free from other mammalian proteins. 



124. An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 

(a) the nucleotide sequence of SEQ ID NO: 1 15; 

(b) the nucleotide sequence of SEQ ID NO: 1 15 from nucleotide 37 to 
nucleotide 1113; 

(c) the nucleotide sequence of SEQ ID NO:l 15 from nucleotide 88 to 
nucleotide 1113; 

(d) the nucleotide sequence of the fiiU-length protein coding sequence 
of clone vq24_l deposited with the ATCC under accession number PTA-1075; 
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(e) a nucleotide sequence encoding the full-length protein encoded by 
the cDNA insert of clone vq24_l deposited with the ATCC under accession 
number PTA-1075; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vq24_l deposited with the ATCC under accession number PTA-1075; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vq24_l deposited with the ATCC under accession number 
PTA-1075; 

(h) a nucleotide sequence encoding aprotein comprising the amino acid 
sequence of SEQ ID NO:116; 

(i) a nucleotide sequence encoding a protein conq)iising a fragment of 
the amino acid sequrace of SEQ ID NO:116» the fragment comprising eight 
contiguous amino acids of SEQ ID NO: 1 16; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide^ to any one of the polynucleotides specified by (a)-(g); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a lengtii that is at least 25% of tiie length of SEQ ID NO:l 15. 

125. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO: 116; 

(b) a fi:agment of the amino acid sequence of SEQ ID NO: 11 6, the 
fragment comprising eight contiguous amino acids of SEQ ID NO: 1 16; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vq24_l deposited with the ATCC under accession number PTA-1075; 

the protein being substantially free from other manmialian proteins. 

1 26. An isolated polynucleotide comprising a nucleotide sequence selected from 
the group consisting of: 
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(a) the nucleotide sequence of SEQ ID NO: 1 17; 

(b) the nucleotide sequence of SEQ ID NO: 1 17 from nucleotide 40 to 
nucleotide 207; 

(c) the nucleotide sequence of SEQ ID NO: 1 17 from nucleotide 103 to 
nucleotide 207; 

(d) the nucleotide sequence of the full-length protein coding sequence 
of clone vq26_l deposited with the ATCC under accession nimiber PTA-1075; 

(e) a nucleotide sequence encoding the ftdl-length protein encoded by 
the cDNA insert of clone vq26_l deposited with the ATCC under accession 
number PTA-1075; 

(f) the nucleotide sequence of a mature protein coding sequence of 
clone vq26.1 deposited with the ATCC under accession number FTA-107S; 

(g) a nucleotide sequence encoding a mature protein encoded by the 
cDNA insert of clone vq26_l deposited with the ATCC under accession number 
PTA-1075; 

(h) a nucleotide sequence encoding a protein comprising the amino acid 
sequence of SEQ ID NO: 118; 

(i) a nucleotide sequence encoding a protein comprising a fragment of 
the amino acid sequence of SEQ ID NO: 11 8, the fragment comprising eight 
contiguous amino acids of SEQ ID NO: 118; 

(j) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% fom[iamide, to any one of the polynucleotides specified by (aHg); and 

(k) the nucleotide sequence of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g), and 
that has a lengOi tiiat is at least 25% of the lengtii of SEQ ID NO: 1 17. 

127. A protein comprising an amino acid sequence selected from the group 
consisting of: 

(a) the amino acid sequence of SEQ ID NO: 1 1 8; 
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(b) a fragment of the amino acid sequence of SEQ ID NO:l 18, the 
fragment comprising eight contiguous amino acids of SEQ ID NO: 1 1 8; and 

(c) the amino acid sequence encoded by the cDNA insert of clone 
vq26_l deposited with the ATCC under accession number PTA-1075; 

the protein being substantially free from other maimnalian proteins. 
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